
On page 135 of “The Lost World”, Michael Crichton's fantasy about 
cloning dinosaurs is the following sequence: 

 
GAATTCCGGAAGCGAGCAAGAGATAAGTCCTGGCATCAGATACAGTTGGAGATAAGGACG 

GACGTGTGGCAGCTCCCGCAGAGGATTCACTGGAAGTGCATTACCTATCCCATGGGAGCC 

ATGGAGTTCGTGGCGCTGGGGGGGCCGGATGCGGGCTCCCCCACTCCGTTCCCTGATGAA 

GCCGGAGCCTTCCTGGGGCTGGGGGGGGGCGAGAGGACGGAGGCGGGGGGGCTGCTGGCC 

TCCTACCCCCCCTCAGGCCGCGTGTCCCTGGTGCCGTGGGCAGACACGGGTACTTTGGGG 

ACCCCCCAGTGGGTGCCGCCCGCCACCCAAATGGAGCCCCCCCACTACCTGGAGCTGCTG 

CAACCCCCCCGGGGCAGCCCCCCCCATCCCTCCTCCGGGCCCCTACTGCCACTCAGCAGC 

GGGCCCCCACCCTGCGAGGCCCGTGAGTGCGTCATGGCCAGGAAGAACTGCGGAGCGACG 

GCAACGCCGCTGTGGCGCCGGGACGGCACCGGGCATTACCTGTGCAACTGGGCCTCAGCC 

TGCGGGCTCTACCACCGCCTCAACGGCCAGAACCGCCCGCTCATCCGCCCCAAAAAGCGC 

CTGCTGGTGAGTAAGCGCGCAGGCACAGTGTGCAGCCACGAGCGTGAAAACTGCCAGACA 

TCCACCACCACTCTGTGGCGTCGCAGCCCCATGGGGGACCCCGTCTGCAACAACATTCAC 

GCCTGCGGCCTCTACTACAAACTGCACCAAGTGAACCGCCCCCTCACGATGCGCAAAGAC 

GGAATCCAAACCCGAAACCGCAAAGTTTCCTCCAAGGGTAAAAAGCGGCGCCCCCCGGGG 

GGGGGAAACCCCTCCGCCACCGCGGGAGGGGGCGCTCCTATGGGGGGAGGGGGGGACCCC 

TCTATGCCCCCCCCGCCGCCCCCCCCGGCCGCCGCCCCCCCTCAAAGCGACGCTCTGTAC 

GCTCTCGGCCCCGTGGTCCTTTCGGGCCATTTTCTGCCCTTTGGAAACTCCGGAGGGTTT 

TTTGGGGGGGGGGCGGGGGGTTACACGGCCCCCCCGGGGCTGAGCCCGCAGATTTAAATA 

ATAACTCTGACGTGGGCAAGTGGGCCTTGCTGAGAAGACAGTGTAACATAATAATTTGCA 

CCTCGGCAATTGCAGAGGGTCGATCTCCACTTTGGACACAACAGGGCTACTCGGTAGGAC 

CAGATAAGCACTTTGCTCCCTGGACTGAAAAAGAAAGGATTTATCTGTTTGCTTCTTGCT 

GACAAATCCCTGTGAAAGGTAAAAGTCGGACACAGCAATCGATTATTTCTCGCCTGTGTG 

AAATTACTGTGAATATTGTAAATATATATATATATATATATATATCTGTATAGAACAGCC 

TCGGAGGCGGCATGGACCCAGCGTAGATCATGCTGGATTTGTACTGCCGGAATTC 

 

 



We will use BLAST to check if the sequence really belongs to a dinosaur. 
Here are the steps: 

1. Copy the sequence. 
2. Search with Google for: NCBI BLAST 

 

3. Select the BLAST link that takes you to the BLAST home page 
 

 
 

4. On the BLAST home page select the link to the “nucleotide blast”. 



 
 

5. On the standard Nucleotide BLAST page enter your query 
sequence. 

 

6. There are several settings and options, but you do not have to 
change any. Simply click on the BLAST button.  

 

 



After your BLAST run completes, you should see results like this:  
 

 
 

If you mouse over the graphics of the top alignment, it says that the 
sequence is Gallus gallus GATA binding protein 1. 

  
 
 



Similarly, the second alignment is Xenopus laevis GATA binding protein 
2 (gata2): 
 

 
Scroll down the search results page to see the alignment of your query 
sequence to the Gallus gallus sequence. Link to the subject sequence in 
GenBank (which is a part of the Nucleotide database). The link opens in 
a separate tab and you can verify that Gallus gallus is chicken. 

 
 

 

 

 

 

 

 

 



Go back to the search results page and check the alignment carefully.  
The sequences appear identical, except that our query sequence has 
some extra bases that are not there in the chicken sequence (dashes in 
the alignment: 
 

 

 
 

 

 

 



Go back to very top of the BLAST page where you can change the 
“Formatting options” to show the “CDS feature” and “Reformat”. This 
will show how the DNA sequence translates in amino acid sequence 
(there will be different letters each representing a different amino acid 
sequence): 
 

 

 

 

 

 
 

 



 
 

The “dinosaur” sequence really is constructed from sequences of 
chicken and frog genes. It was provided to Michael Crichton by Mark 
Boguski who used to work at NIH. Mark added (made up) several bases 
that when translated into the one letter codes of amino acids spell out 
as: MARK WAS HERE NIH. 



 


